
Spatially-targeted proteomics

Proteomics methods development

Senescent cell response to static tension

Temporal regulation of proteomes

Fundamentals of cell mechanics
and mechanotransduction

I I

I
I

I

III

I
I

I

I

MSC

collagen-1
coating

PDMS 
sheet

vaccum

Proteomics

Aging/Age-related 
diseases

Computational
Modelling

circadian time (CT)
3 7 11 15 19 23 27 31 35 39 43 47

Lo
g 2 (f

ol
d 

ch
an

ge
 o

ve
r m

ea
n)

-0.5

-0.4

-0.3

-0.2

-0.1

0

0.1

0.2

0.3

0.4

0.5
Col1a1
Col1a2

Prior distribution

Intermediate / “burn-in” distributions

Posterior distribution

M
C

M
C

 G
ib

bs
 s

am
pl

er
 it

er
at

io
n

Parameter estimate

Parameter 1
Parameter 2

Fr
eq

ue
nc

y

All parameters

-100
-300

-50

0

-200

PC
3 

(9
.2

%
)

50

-100 150

100

PC1 (30.2%)

100500

PC2 (22.0%)

0-50100 -100-150200 -200

EP 2 kPa
EP 25 kPa
LP 2 kPa
LP 25 kPa

Log2 (LP / EP) 

CCT3 CCT4 TCP1 CCT5 CCT8 CCT6A ACTB CCT7 CCT6B CCT2

2 kPa

25 kPa

Protein

Transcript

Protein

Transcript

R-HSA-390450: Folding of actin by CCT/TriC
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Age-related changes to tissue mechanics


